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Table T12. Planktonic foraminifer range chart, Hole C0001E. (See table notes.)

Notes: CSF = core depth below seafloor. Abundance: A = abundant, C = common, R = rare, + = present. Preservation: G = good, M = medium.

Epoch Zone
Core, section,
interval (cm)

Depth 
CSF (m) A

b
un

d
an

ce

Pr
es

er
va

tio
n

G
lo

bi
ge

rin
a 

bu
llo

id
es

G
lo

bi
ge

rin
a 

fa
lc

on
en

si
s

G
lo

bi
ge

rin
el

la
 s

ip
ho

ni
fe

ra

G
lo

bi
ge

rin
ita

 g
lu

tin
at

a

G
lo

bi
ge

rin
oi

de
s 

co
ng

lo
ba

tu
s

G
lo

bi
ge

rin
oi

de
s 

ru
be

r

G
lo

bi
ge

rin
oi

de
s 

ru
be

r 
ro

sa

G
lo

bi
ge

rin
oi

de
s 

sa
cc

ul
ife

r

G
lo

bo
co

ne
lla

 in
fla

ta
 m

od
er

n 
fo

rm

G
lo

bo
co

ne
lla

 in
fla

ta
 t

ra
ns

iti
on

al
 fo

rm

G
lo

bo
co

ne
lla

 p
un

ct
ic

ul
at

a

G
lo

bo
ro

ta
lia

 s
ci

tu
la

G
lo

bo
ro

ta
lia

 t
um

id
a

G
lo

bo
tu

rb
or

ot
al

ita
 o

bl
iq

uu
s

H
irs

ut
el

la
 h

irs
ut

a

M
en

ar
de

lla
 m

en
ar

di
i

N
eo

gl
ob

oq
ua

dr
in

a 
du

te
rt

re
i

N
eo

gl
ob

oq
ua

dr
in

a 
hu

m
er

os
a

N
eo

gl
ob

oq
ua

dr
in

a 
in

co
m

pt
a

N
eo

gl
ob

oq
ua

dr
in

a 
ka

ga
en

si
s

N
eo

gl
ob

oq
ua

dr
in

a 
pa

ch
yd

er
m

a 
d

ex
tr

al
 fo

rm

N
eo

gl
ob

oq
ua

dr
in

a 
pa

ch
yd

er
m

a 
si

ni
st

ra
l f

or
m

O
rb

ul
in

a 
un

iv
er

sa

Pu
lle

ni
at

in
a 

fin
al

is

Pu
lle

ni
at

in
a 

sp
p

. d
ex

tr
al

 fo
rm

Pu
lle

ni
at

in
a 

sp
p

. s
in

is
tr

al
 fo

rm

Sp
ha

er
oi

di
ne

lla
 d

eh
is

ce
ns

Tr
un

co
ro

ta
lia

 c
ra

ss
af

or
m

is

Tr
un

co
ro

ta
lia

 c
ra

ss
af

or
m

is
 h

es
si

Tr
un

co
ro

ta
lia

 c
ra

ss
af

or
m

is
 v

io
la

Tr
un

co
ro

ta
lia

 t
os

ae
ns

is

Tr
un

co
ro

ta
lia

 t
ru

nc
at

ul
in

oi
de

s

Tu
rb

or
ot

al
ita

 q
ui

nq
ue

lo
ba

Pleistocene N22

315-C0001E-
1H-1, 7–9 0.07 A M C + R + R + C C + + + R A + + R + + +
1H-2, 36–40 0.47 A G R + R + + R C + + + R A + + + + + +
1H-3, 81–83 2.27 A G A + + C + C + + C R + + + C C + + C + +
1H-5, 39–43 3.26 A G C + + R + R + + + R + + + + A + + + + + +
1H-CC, 20–25 4.11 A G A + + C + + A + + + C A + + A + +
2H-2, 12–16 5.64 A G C + + R + C + + + + + + + R A + + + + + +
2H-3, 12–16 7.04 A G + R + R + R R + A C + + + + C + + + R + + + R +
2H-5, 14–18 8.68 A G + + R + + + + A C + + + C A + + C + +
2H-6, 17–21 10.12 A G C R + C + R + R + + + + + A + + + R + +
2H-CC, 46–51 13.60 A G + + + + R + A + A A + + C + +
3H-CC, 23–28 14.28 A G + + + + + + + + + + + A + + + + + +
4H-CC, 23.5–28.5 32.59 A G C + R + R + A R + + + + R A + + + + + +
5H-CC, 42–47 42.10 C G R A + + + C + A R + + + R + + + + +
6H-CC, 32.5–37.5 51.60 A G + R + + + + + C + + + + + + A + + + + + +
7H-CC, 29.5–34.5 61.07 A G R + + + C A R + + + A + R + R + +
8H-CC, 45.5–50.5 70.60 A G + + + + + + C A + + + + A + + R + +
9H-CC, 29–34 80.10 A M R + + C + + A C + + + A + + + + + +
10H-CC, 23.5–28.5 89.60 A G + + + + R + A A + + + + R C + + + + +
11H-CC, 26.5–31.5 99.10 C M R + C + + + A A + + + + + + + + + +
12H-CC, 21–26 108.60 A G C + + + R + C A + + + + + + + A + + + + + + + + +
13H-CC, 25–30 118.10 A G R R + + C + C R + + + + R A + + + + + + + + R


