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Site M0063, Table T8. Interstitial water geochemistry, Site M0063.

Core, section, interval (cm) Type
Depth
(mbsf)

Volume
(mL)

Analyte: pH Salinity Alkalinity Cl– Br– SO4
2– H2S NH4

+ Na+ K+ Mg2+ Ca2+ Sr2+ Li+ H4SiO4 Ba2+ B Al PO4
3– Fe2+ Mn2+ Rb Mo V Zr

Unit: meq/L mM mM mM mM mM mM mM mM mM µM µM µM µM µM µM mM µM µM µM µM µM µM

Method: ISE Refraction Titration IC IC IC Photometric Conductivity ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES ICP-OES

347-M0063A-
2H-2, 135–140 Rh 1.52 16.0 7.90 12.30 27.63 172.31 0.31 0.06 0.00 3.54 185.91 5.65 23.48 5.00 42.75 10.85 1013.35 2.79 248.82 1.19 1.05 251.41 1538.11 0.59 0.00 0.14 0.03
2H-3, 135–140 Rh 3.02 6.0 8.04 12.00 28.12 166.95 0.31 0.02 0.00 3.81 141.58 4.75 18.06 3.46 30.13 11.50 659.78 2.32 194.43 0.48 0.46 37.07 719.68 0.62 0.43 0.24 0.02
3H-2, 128–133 Rh 4.91 0.0 — — — — — — — — — — — — — — — — — — — — — — — — —
3H-3, 113–118 Rh 6.19 3.0 8.17 13.80 40.93 — — — 0.00 5.44 124.79 3.93 18.20 2.80 29.80 — 849.56 3.42 222.18 0.22 0.84 1.72 194.97 — — — —
4H-1, 135–140 Rh 7.98 13.5 8.07 14.00 44.10 190.80 0.38 0.10 0.00 5.85 168.46 6.13 22.79 3.73 36.26 15.76 484.60 1.99 282.58 0.67 0.33 10.71 303.55 0.78 4.19 0.09 0.37
4H-2, 95–100 Rh 9.08 11.0 8.02 14.40 48.30 192.34 0.38 0.04 0.00 5.64 176.64 6.16 24.37 4.74 45.85 15.50 752.36 1.49 327.91 0.59 0.75 12.14 375.39 0.86 1.16 0.08 0.04
5H-2, 135–140 Rh 11.73 10.0 8.01 14.50 51.30 193.11 0.40 0.01 0.00 6.26 200.17 7.03 27.45 5.74 58.88 17.62 829.98 2.64 387.20 3.08 1.19 48.29 378.84 0.71 0.49 0.10 0.02
5H-3, 85–90 Rh 12.73 5.0 8.09 14.80 50.80 192.08 0.40 0.03 0.00 6.26 169.51 6.25 22.56 4.75 46.84 17.13 587.15 2.18 301.73 1.07 0.48 26.14 287.73 0.69 0.71 0.08 0.07
6H-1, 95–100 Rh 14.18 10.0 8.02 14.40 53.40 187.94 0.40 0.02 0.00 7.00 194.52 6.71 26.66 5.14 57.89 18.61 839.59 2.43 385.72 1.07 1.44 68.98 374.30 0.50 0.00 0.08 0.03
6H-2, 135–140 Rh 15.68 5.0 8.07 13.80 52.05 179.49 0.38 0.02 0.00 7.34 164.55 5.93 22.42 3.84 46.09 20.66 713.55 2.10 316.53 1.48 1.02 43.96 261.35 0.47 0.58 0.10 0.04
7H-1, 135–140 Rh 17.88 7.0 8.03 13.30 52.56 170.46 0.38 0.02 0.00 8.09 155.07 5.31 21.97 2.85 42.01 22.76 722.45 4.03 286.56 0.41 0.93 20.57 200.43 0.50 0.03 0.14 0.08
7H-2, 101–106 Rh 19.04 4.0 8.15 12.90 46.80 166.60 0.37 0.04 0.00 8.57 149.28 5.11 21.48 2.69 40.54 22.88 766.60 5.13 265.56 0.89 0.80 6.36 111.80 0.57 0.35 0.24 0.07
8H-1, 135–140 Rh 20.88 2.0 7.90 11.41 46.96 147.82 0.33 0.04 — 8.08 — — — — — — — — — — — — — — — — —
9H-1, 135–140 Rh 24.18 18.0 7.77 11.62 43.04 149.56 0.34 0.02 0.00 8.01 140.23 4.04 19.42 6.10 40.68 19.05 872.00 12.87 205.81 0.70 0.53 27.24 143.41 0.43 0.03 0.18 0.02
10H-1, 127–132 Rh 27.40 13.0 7.98 8.96 27.58 126.22 0.27 0.01 0.00 5.52 132.88 3.20 16.75 10.61 42.41 10.69 873.42 16.47 113.40 1.19 0.12 393.23 81.99 0.23 0.09 0.07 0.00
11H-1, 134–139 Rh 30.77 7.0 7.87 6.51 18.53 99.64 0.21 0.01 0.00 2.35 82.12 1.29 10.38 11.21 32.37 8.00 453.98 12.45 40.88 3.41 0.02 301.73 5.42 0.25 0.00 0.10 0.00
12H-1, 135–140 Rh 34.08 25.0 7.39 5.31 16.24 83.28 0.17 0.04 0.00 1.17 65.16 0.73 9.39 12.96 32.07 6.47 610.65 9.91 22.38 1.48 0.03 558.51 8.33 0.19 0.00 0.09 0.00
13H-1, 135–140 Rh 37.38 7.0 7.88 3.85 15.37 61.41 0.13 0.02 0.00 0.75 43.05 0.45 7.77 11.63 26.39 7.31 653.37 5.81 19.42 1.04 0.02 492.79 25.23 0.27 0.00 0.08 0.00
14H-1, 135–140 Rh 40.68 8.0 7.75 3.22 15.15 50.64 0.11 0.06 0.00 0.62 31.08 0.41 7.26 10.79 23.69 6.83 460.39 5.02 19.15 1.45 0.02 409.35 27.83 0.21 0.00 0.03 0.00
15H-1, 135–140 Rh 43.98 8.0 7.71 2.38 18.86 34.83 0.08 0.03 0.00 0.47 19.49 0.39 6.00 9.93 20.57 5.98 397.37 3.23 15.72 1.22 0.02 280.24 54.82 0.00 0.00 0.09 0.00
16H-1, 135–140 Rh 47.28 5.0 8.08 1.24 17.23 22.15 0.06 0.02 0.00 0.25 12.73 0.23 4.46 8.06 16.37 4.90 280.04 2.22 8.32 3.74 0.01 53.06 53.87 0.00 0.08 0.05 0.04
17H-1, 135–140 Rh 50.58 6.0 7.62 1.82 12.00 15.66 0.04 0.03 0.00 0.13 10.47 0.15 3.42 6.98 13.59 4.09 260.17 1.75 4.72 0.19 0.01 17.24 44.56 0.00 0.12 0.06 0.05
18H-1, 135–140 Rh 53.88 7.0 8.34 1.50 14.40 9.03 0.03 0.01 0.00 0.08 8.23 0.08 2.26 5.17 9.14 3.27 235.46 0.92 3.33 0.59 0.01 1.84 36.78 0.00 0.20 0.06 0.05
19H-1, 130–135 Rh 57.13 17.0 8.10 4.55 8.34 62.03 0.10 2.25 0.00 0.19 41.80 0.32 5.51 9.90 22.20 6.19 222.97 2.99 19.79 0.22 0.01 26.48 54.56 0.00 0.27 0.07 0.00
20H-1, 135–140 Rh 60.48 5.0 8.50 0.82 9.82 4.03 0.02 0.03 0.00 0.06 6.06 0.05 1.10 2.52 4.88 2.46 216.17 0.48 4.25 1.67 0.01 0.00 17.42 0.00 0.20 0.05 0.05
21H-1, 135–140 Rh 63.78 6.0 8.46 0.71 8.80 3.98 0.02 0.09 0.00 0.06 6.16 0.06 0.80 2.04 3.93 2.23 209.93 0.32 5.73 0.82 0.02 0.00 13.37 0.00 0.22 0.02 0.07
22H-1, 134–139 Rh 67.07 4.0 8.47 0.50 7.60 3.22 0.02 0.07 0.00 0.06 5.59 0.04 0.59 1.78 2.99 2.03 203.31 0.15 5.27 1.74 0.01 0.00 9.57 0.00 0.26 0.03 0.07
23H-1, 134–139 Rh 70.37 6.0 8.50 0.40 6.95 0.89 0.01 0.02 0.00 0.04 3.99 0.04 0.28 1.09 1.60 1.97 199.79 0.00 4.07 0.82 0.01 0.00 6.75 0.00 0.28 0.00 0.11
24H-1, 135–140 Rh 73.68 5.0 8.61 0.35 5.64 0.56 0.01 0.04 0.00 0.04 3.21 0.03 0.14 0.80 1.10 1.67 195.16 0.00 4.62 2.15 0.01 0.00 3.44 0.00 0.28 0.00 0.11
25H-1, 135–140 Rh 76.98 8.0 8.47 0.20 5.18 1.21 0.01 0.13 0.00 0.03 3.37 0.04 0.10 0.83 1.13 1.60 185.47 0.00 5.83 6.56 0.01 3.22 3.11 0.00 0.36 0.00 0.11
26H-1, 135–140 Rh 80.28 5.0 8.47 0.10 3.24 0.33 0.01 0.23 0.00 0.02 2.54 0.04 0.01 0.53 0.58 1.49 173.19 0.00 5.09 1.30 0.01 0.52 4.13 0.00 0.40 0.02 0.08
27H-1, 135–140 Rh 83.58 3.0 8.52 0.10 4.31 0.03 0.00 0.00 0.00 0.02 — — — — — — — — — — — — — — — — —
28H-1, 135–140 Rh 86.88 20.0 8.39 0.00 3.27 0.40 0.01 0.62 0.00 0.01 2.44 0.02 0.00 0.49 0.45 1.51 170.38 0.00 5.55 2.08 0.01 0.00 3.16 0.00 0.42 0.00 0.12
29H-1, 135–140 Rh 90.18 20.0 8.47 0.00 2.94 0.67 0.01 0.82 0.00 0.03 2.56 0.03 0.00 0.54 0.54 1.37 155.92 0.00 5.64 0.63 0.01 2.51 3.51 0.00 0.45 0.04 0.12
30H-1, 125–130 Rh 93.38 38.0 8.26 0.90 2.31 14.97 0.03 1.47 0.00 0.03 12.23 0.08 0.38 2.86 7.18 2.03 132.85 0.56 11.28 0.00 0.00 0.00 3.35 0.00 0.76 0.03 0.08
31H-1, 125–130 Rh 95.18 1.0 7.93 0.60 1.20 — — — — 0.04 — — — — — — — — — — — — — — — — —
36H-1, 45–50 Rh 102.28 28.0 8.38 0.80 1.72 2.48 0.01 1.80 0.00 0.04 4.24 0.05 0.00 1.23 2.28 1.44 131.17 0.00 9.53 0.33 0.01 0.00 2.93 0.00 0.49 0.00 0.13

347-M0063B-
1H-1, 134–139 Rh 1.37 16.0 7.93 11.30 26.20 166.60 0.28 0.01 0.00 2.68 150.98 4.50 19.19 4.03 35.13 9.59 868.44 2.26 199.06 1.63 0.72 198.59 1285.85 0.57 0.03 0.15 0.00
2H-1, 135–140 Rh 3.38 12.0 7.96 11.90 28.80 168.96 0.30 0.03 — 3.06 137.10 4.25 17.27 3.68 30.84 10.70 727.43 2.23 182.68 2.22 0.72 168.20 1162.90 0.59 0.04 0.12 0.00
2H-2, 135–140 Rh 4.88 9.0 8.05 12.60 32.20 171.24 0.31 0.02 — 3.89 153.07 4.82 20.56 3.91 34.14 11.22 751.65 3.08 217.56 0.93 0.68 76.89 872.27 0.70 0.11 0.13 0.00
3H-1, 135–140 Rh 5.38 8.5 8.16 12.90 30.90 177.25 0.34 0.10 — 5.03 148.37 4.53 20.59 3.02 30.89 11.58 734.91 2.60 243.46 0.63 0.83 1.20 383.57 0.62 0.63 0.28 0.02
3H-2, 76–81 Rh 6.29 5.0 8.24 13.00 36.70 176.51 0.34 0.19 — 4.72 149.02 4.51 21.34 2.87 30.30 11.11 854.90 3.22 245.77 0.22 0.69 0.34 248.62 0.61 5.15 0.43 0.04
4H-1, 70–75 Rh 6.73 16.0 8.12 13.70 42.00 185.70 0.36 0.15 — 5.35 164.94 5.00 24.21 3.68 38.64 12.77 1115.90 4.46 300.06 0.19 1.12 2.18 239.71 0.57 0.57 0.18 0.00
4H-2, 119–124 Rh 8.07 6.0 8.17 14.10 44.00 189.32 0.37 0.06 — 5.16 166.68 5.27 24.11 3.84 41.03 14.30 1113.05 4.29 314.68 2.11 0.92 2.58 222.25 0.51 — 0.15 0.01
5H-1, 135–140 Rh 9.38 10.0 8.17 11.80 31.50 160.95 0.30 1.55 — 4.21 138.02 4.22 19.20 3.24 32.77 11.35 863.45 2.96 255.02 0.52 0.92 2.97 221.52 0.45 0.09 0.11 0.00
5H-2, 135–140 Rh 10.88 13.0 8.27 13.90 46.50 189.47 0.37 0.19 — 5.35 162.51 5.18 23.31 4.64 45.18 13.94 760.55 1.91 312.64 0.74 1.25 35.49 387.03 0.48 0.20 0.10 0.00
6H-1, 135–140 Rh 11.38 5.0 8.17 14.60 49.30 194.96 0.39 0.02 — 5.03 193.21 6.41 27.69 5.68 57.11 15.75 838.53 2.52 350.66 0.00 1.08 43.84 395.03 0.60 0.28 0.08 0.02
6H-2, 86–91 Rh 12.39 6.0 8.22 14.10 48.30 189.09 0.38 0.09 — 5.73 187.86 6.38 27.02 5.43 54.27 15.46 740.61 2.67 336.79 4.04 0.97 39.54 412.31 0.58 1.45 0.13 0.06
7H-1, 135–140 Rh 13.38 4.0 8.23 13.90 45.60 181.54 0.37 0.03 — 5.60 166.46 5.92 23.14 4.90 45.96 16.87 585.72 1.27 272.32 0.63 0.55 2.29 296.64 0.66 0.94 0.14 0.07
7H-2, 135–140 Rh 14.88 8.0 8.11 14.50 52.60 188.21 0.40 0.03 — 6.50 162.85 5.58 22.79 4.57 46.88 17.53 620.97 1.81 288.13 0.22 1.01 45.52 317.01 0.63 0.58 0.07 0.02
8H-1, 128–133 Rh 16.31 0.1 — — — — — — — — — — — — — — — — — — — — — — — — —
8H-2, 115–120 Rh 17.61 7.0 8.12 14.10 51.60 179.97 0.39 0.02 — 7.26 157.55 5.48 22.36 3.51 44.02 20.72 681.86 2.59 288.78 5.11 0.97 64.03 234.62 0.74 0.39 0.10 0.02
9H-1, 135–140 Rh 18.38 8.0 8.08 13.50 49.20 175.68 0.38 0.05 — 8.22 154.50 5.30 22.05 2.92 40.54 22.48 659.43 3.29 265.47 1.70 0.81 14.88 196.24 0.72 0.49 0.11 0.12
9H-2, 59–64 Rh 19.12 5.0 8.26 12.50 44.00 162.28 0.35 0.45 — 7.20 142.24 4.89 20.01 2.65 36.65 21.15 631.65 3.63 239.94 0.37 0.67 11.87 167.63 0.61 0.68 0.12 0.09
10H-1, 104–109 Rh 20.07 3.5 8.24 12.90 49.40 165.91 0.37 0.14 — 9.05 143.71 5.17 21.48 2.70 39.48 23.30 723.52 8.22 240.13 0.00 0.67 0.00 90.81 0.65 2.00 0.82 0.14
11H-1, 135–140 Rh 22.38 1.5 8.48 9.90 39.10 — — — — 6.75 — — — — — — — — — — — — — — — — —
12H-1, 135–140 Rh 24.38 10.0 8.07 11.50 40.40 148.80 0.33 0.05 — 7.96 124.01 3.88 17.26 5.51 35.71 19.32 713.55 12.70 159.28 0.59 0.32 9.72 114.85 0.35 4.30 0.36 0.07
13H-1, 132–137 Rh 26.35 4.0 8.02 10.40 36.50 133.92 0.29 0.05 — 6.90 108.22 3.30 14.25 6.10 32.28 15.65 594.98 11.89 111.55 0.30 0.17 35.71 105.54 0.21 0.36 0.12 0.02
14H-1, 135–140 Rh 28.38 8.0 7.84 9.30 28.60 124.05 0.27 0.02 — 4.93 96.91 2.31 12.26 7.86 30.81 10.11 657.65 12.07 85.75 6.23 0.11 309.97 54.53 0.24 0.00 0.01 0.00

347-M0063C-
1H-1, 135–140 Rh 1.38 13.0 7.66 10.60 27.20 166.10 0.28 0.04 — 2.82 133.84 4.08 16.61 3.51 29.75 9.74 781.91 2.02 176.58 0.41 0.66 248.90 1138.53 0.43 0.00 0.10 0.00
1H-2, 135–140 Rh 2.88 10.0 7.87 11.00 30.20 170.23 0.31 0.03 — 3.45 159.16 4.82 21.06 4.33 36.82 10.33 865.59 2.53 222.74 0.78 0.93 239.05 1230.56 0.47 0.00 0.14 0.03
2H-1, 134–139 Rh 3.37 11.0 7.90 11.50 34.20 174.23 0.33 0.03 — 4.16 143.54 4.44 19.33 3.50 31.73 11.46 697.53 3.09 213.95 0.70 0.86 70.52 746.23 0.47 0.00 0.13 0.02
2H-2, 135–140 Rh 4.87 7.0 8.06 11.70 37.50 174.01 0.33 0.21 — 4.93 163.59 4.90 23.65 3.36 34.93 11.65 866.65 3.20 282.58 0.15 1.03 0.16 414.67 0.52 0.00 0.29 0.03
3H-1, 90–95 Rh 4.93 6.0 8.12 12.00 41.50 179.85 0.35 0.19 — 5.42 150.80 4.58 22.35 3.03 33.83 11.50 978.81 4.18 281.38 0.26 1.04 0.00 222.07 0.57 0.13 0.22 0.00
3H-2, 121–126 Rh 6.29 7.0 8.12 12.80 44.04 185.66 0.36 0.07 — 5.57 154.68 5.13 23.02 3.39 36.89 13.58 1043.26 4.18 287.85 0.26 0.83 1.20 206.79 0.75 4.44 0.14 0.00
4H-1, 135–140 Rh 7.38 11.0 8.04 13.00 47.40 188.76 0.37 0.08 — 5.57 158.90 5.38 23.41 3.89 39.93 14.29 818.59 2.80 294.61 1.59 0.93 5.84 327.37 0.73 0.82 0.09 0.02
4H-2, 47–52 Rh 8.00 6.0 8.10 12.60 43.30 180.64 0.36 0.04 — 5.42 160.37 5.42 22.79 3.96 39.85 14.45 645.54 1.83 295.53 0.44 0.77 19.64 327.19 0.70 0.82 0.08 0.06
5H-1, 135–140 Rh 9.38 8.0 7.99 12.00 36.10 174.18 0.33 1.60 — 4.65 149.11 4.78 21.56 4.13 40.54 13.37 702.51 1.89 286.28 1.45 1.16 40.27 353.56 0.58 0.07 0.10 0.01
5H-2, 127–132 Rh 10.80 11.0 7.99 13.70 49.40 191.41 0.39 0.06 — 6.06 160.81 5.20 23.37 4.75 47.50 14.88 891.94 2.44 311.26 0.00 1.23 38.98 322.46 0.55 0.04 0.12 0.00
6H-1, 129–134 Rh 11.32 7.0 8.09 13.80 51.90 191.76 0.40 0.06 — 6.69 171.55 5.72 24.52 5.19 51.96 16.54 720.67 2.24 324.02 4.89 1.12 50.57 328.65 0.58 0.03 0.11 0.01
6H-2, 70–75 Rh 12.17 8.0 8.03 13.90 52.50 188.50 0.39 0.06 — 6.34 167.07 6.07 23.67 4.92 48.93 18.54 637.35 2.42 297.94 3.19 0.73 39.41 311.01 0.90 0.99 0.09 0.16
7H-1, 134–139 Rh 13.37 6.0 7.96 13.90 54.30 187.56 0.40 0.03 — 7.19 196.00 6.71 28.42 5.59 58.82 18.97 850.28 2.42 383.22 10.01 1.49 64.21 382.48 0.72 0.04 0.09 0.02
7H-2, 84–89 Rh 14.36 8.0 7.96 14.10 57.40 188.48 0.41 0.01 — 7.61 163.77 5.79 23.24 4.36 48.00 19.93 692.18 1.93 309.50 0.96 1.13 54.08 303.55 0.64 0.05 0.08 0.06
8H-1, 129–134 Rh 15.32 7.0 7.94 13.70 36.80 184.24 0.40 0.02 — 8.45 156.63 5.48 22.56 3.77 45.30 21.24 695.39 2.29 293.77 0.85 1.13 58.64 271.17 0.67 0.13 0.11 0.05
8H-2, 70–75 Rh 16.17 8.0 8.11 13.90 53.20 180.19 0.39 0.04 — 8.10 159.90 5.74 22.86 3.51 44.41 22.89 679.37 2.50 286.00 0.59 0.91 58.68 229.34 0.70 0.40 0.10 0.05
9H-1, 135–140 Rh 17.38 7.0 8.09 12.60 55.00 171.48 0.16 0.01 — 9.02 150.85 5.33 21.05 1.37 30.20 24.46 706.07 1.40 274.81 0.26 0.14 4.33 18.17 0.72 0.09 0.12 0.14
9H-2, 78–83 Rh 18.31 7.0 8.08 12.50 52.40 170.31 0.16 0.01 — 9.30 148.98 5.12 21.21 1.61 33.85 24.12 774.79 2.78 279.35 0.00 0.11 0.00 5.00 0.57 0.72 0.31 0.07
10H-1, 134–139 Rh 19.37 7.0 7.95 12.20 49.72 170.56 0.35 0.04 — 9.58 144.32 4.79 21.42 2.77 40.00 23.58 752.71 6.28 259.74 0.56 0.80 4.60 111.03 0.54 0.00 0.27 0.14
10H-2, 89–94 Rh 20.41 2.0 7.73 11.70 48.50 — — — — 9.51 143.63 4.89 22.16 3.12 39.97 0.36 734.56 6.11 246.51 0.37 0.43 2.60 133.04 0.00 0.00 0.00 0.03
11H-1, 135–140 Rh 21.38 3.0 8.15 11.20 46.30 153.84 0.34 0.03 — 9.51 127.79 4.29 19.68 3.39 34.44 19.03 618.48 5.24 197.39 0.96 0.22 2.17 163.03 0.51 — 0.96 0.31
11H-2, 72–77 Rh 22.25 3.0 8.15 10.80 46.00 148.93 0.33 0.03 — 9.16 120.92 4.00 17.84 3.66 33.91 17.82 663.70 7.03 196.00 2.30 0.51 1.45 125.68 0.45 3.38 0.29 0.07
12H-1, 135–140 Rh 23.38 10.0 7.55 11.90 48.50 152.77 0.34 0.11 — 9.30 127.88 3.83 19.01 4.48 36.49 20.26 724.94 8.99 200.63 0.22 0.57 4.19 141.23 0.33 0.64 0.40 0.07
13H-1, 127–132 Rh 25.30 3.0 7.82 10.10 38.00 132.47 0.29 0.03 — 7.68 115.40 3.33 16.02 2.59 29.42 17.40 720.31 4.14 155.40 0.00 0.12 0.00 22.72 0.16 0.04 0.12 0.00
14H-1, 135–140 Rh 27.38 9.0 7.61 9.20 29.40 125.39 0.27 0.09 — 5.71 101.04 2.41 13.29 7.97 32.45 10.50 730.64 12.41 93.61 0.56 0.17 396.99 81.84 0.09 0.02 0.06 0.00
15H-1, 136–140 Rh 29.38 6.0 7.73 8.10 23.80 125.08 0.27 0.09 — 4.09 82.12 1.71 10.58 8.05 28.09 8.74 445.43 12.17 57.72 3.34 0.04 185.69 23.26 0.13 0.07 0.04 0.00
16H-1, 135–140 Rh 31.38 10.0 7.65 7.30 18.10 113.99 0.24 0.04 — 2.40 71.64 1.16 9.17 9.29 27.44 8.06 369.59 10.42 34.96 1.22 0.02 240.13 6.44 0.20 0.00 0.08 0.00
17H-1, 135–140 Rh 33.38 6.0 7.90 6.10 15.90 89.37 0.18 0.03 — 1.72 62.90 0.83 8.66 10.32 28.04 6.72 445.08 8.57 24.97 2.22 0.02 329.84 27.04 0.20 0.00 0.09 0.00
18H-1, 135–140 Rh 35.38 7.0 7.51 5.50 14.40 76.79 0.16 0.03 — 1.06 49.54 0.54 7.41 10.08 24.94 5.72 500.62 6.41 18.31 1.00 0.02 413.47 19.28 0.00 0.00 0.09 0.03
19H-1, 135–140 Rh 37.38 9.5 7.58 4.70 15.10 64.65 0.13 0.02 — 0.74 40.67 0.44 7.56 10.74 24.50 7.46 563.29 5.57 19.24 0.82 0.02 396.10 23.21 0.00 0.00 0.07 0.00
20H-1, 135–140 Rh 39.38 8.0 7.70 4.26 15.50 54.73 0.12 0.01 — 0.63 32.17 0.43 7.04 10.08 22.72 7.22 457.54 4.65 19.15 0.85 0.01 328.23 31.39 0.24 0.00 0.07 0.00
21H-1, 135–140 Rh 41.38 6.5 7.52 3.60 16.40 45.19 0.10 0.01 — 0.57 25.21 0.40 6.61 9.73 21.27 6.48 646.61 3.79 17.30 1.19 0.03 366.01 35.41 0.00 0.00 0.07 0.00
22H-1, 135–140 Rh 43.38 3.0 7.90 3.40 17.00 36.44 0.08 0.01 — 0.49 20.37 0.38 6.18 9.66 20.41 6.23 601.03 2.59 16.37 0.78 0.03 308.53 41.63 0.00 0.00 0.09 0.00
23H-1, 135–140 Rh 45.38 4.0 7.81 2.70 16.80 29.08 0.07 0.01 — 0.33 15.91 0.30 5.34 9.36 18.45 5.39 298.95 2.86 12.02 0.85 0.02 153.03 58.16 0.00 0.01 0.08 0.00
24H-1, 135–140 Rh 47.38 6.5 8.03 2.40 18.80 23.25 0.00 0.03 — 0.23 12.80 0.22 4.53 2.09 10.65 4.91 265.19 0.99 6.20 0.22 0.01 4.26 2.36 0.00 0.03 0.00 0.07
25H-1, 135–140 Rh 49.38 6.0 8.05 2.00 17.60 18.57 0.04 0.03 — 0.16 11.07 0.15 3.83 7.68 14.70 4.31 262.63 1.71 5.64 0.26 0.01 40.40 36.99 0.04 0.06 0.07 0.00
26H-1, 135–140 Rh 51.38 8.5 8.15 1.60 15.56 14.18 0.04 0.05 — 0.10 9.31 0.11 2.97 6.20 11.58 3.91 256.33 1.11 4.35 0.11 0.01 20.74 25.95 0.00 0.14 0.06 0.05
27H-1, 135–140 Rh 53.38 4.5 8.23 1.30 14.72 10.30 0.03 0.03 — 0.08 8.51 0.10 2.38 5.47 9.47 3.25 246.11 0.74 4.53 0.59 0.02 9.40 28.45 0.00 0.18 0.08 0.00
28H-1, 135–140 Rh 55.88 6.0 8.06 1.30 11.59 15.01 0.03 0.48 — 0.91 7.61 0.06 1.77 4.34 7.13 2.87 240.88 0.47 7.49 4.45 0.01 4.21 17.99 0.00 0.22 0.06 0.06
29H-1, 135–140 Rh 59.18 6.0 8.41 0.70 10.60 4.86 0.02 0.03 — 0.06 6.11 0.05 1.11 2.79 4.93 2.54 218.62 0.34 4.44 1.37 0.01 0.00 8.38 0.00 0.24 0.03 0.10
30H-1, 135–140 Rh 62.48 4.0 8.40 0.40 9.37 2.58 0.02 0.01 — 0.05 5.14 0.04 0.72 2.02 3.37 2.10 222.25 0.16 5.83 3.82 0.01 0.47 5.98 0.17 0.22 0.03 0.07
31H-1, 134–140 Rh 65.77 7.0 8.38 1.10 7.28 16.31 0.03 0.92 — 0.08 5.91 0.05 0.66 1.95 3.32 2.00 186.18 0.21 5.46 1.37 0.01 0.00 5.66 0.00 0.22 0.03 0.07
32H-1, 135–140 Rh 69.08 5.0 8.55 0.30 7.17 5.35 0.02 0.29 — 0.05 4.18 0.04 0.36 1.41 2.21 1.96 171.91 0.07 4.72 1.07 0.01 0.00 3.84 0.00 0.28 0.04 0.10
33H-1, 135–140 Rh 72.38 7.0 8.59 0.00 6.21 1.48 0.01 0.06 — 0.05 3.78 0.03 0.24 1.10 1.80 1.76 189.03 0.04 4.53 2.11 0.01 0.00 3.00 0.00 0.26 0.03 0.07
34H-1, 135–140 Rh 75.68 11.0 8.38 0.00 5.34 2.74 0.01 0.18 — 0.04 16.51 0.10 1.54 3.31 8.09 2.86 136.05 1.06 9.71 0.89 0.01 0.00 4.46 0.00 0.25 0.06 0.05
35H-1, 135–140 Rh 78.98 3.0 8.40 0.00 3.24 1.17 0.00 0.26 — 0.04 0.96 0.03 0.00 0.36 0.16 1.10 142.53 0.00 1.29 31.43 0.01 8.29 2.29 0.00 0.00 0.00 0.13
37H-1, 135–140 Rh 85.58 30.0 8.24 0.00 2.72 0.48 0.01 0.71 — 0.03 2.50 0.03 0.00 0.51 0.54 1.47 147.69 0.00 4.72 0.30 0.01 0.00 4.04 0.00 0.46 0.00 0.09
38H-1, 135–140 Rh 88.88 15.0 8.09 0.00 2.58 0.70 0.01 0.78 — 0.04 2.55 0.02 0.00 0.49 0.55 1.45 159.34 0.00 5.18 0.89 0.01 0.00 5.00 0.00 0.43 0.00 0.11
39H-1, 135–140 Rh 92.18 19.0 8.00 0.00 2.14 0.34 0.01 0.97 — 0.03 2.95 0.03 0.13 0.39 0.83 1.62 161.26 0.14 9.99 4.45 0.02 0.00 8.75 0.00 0.57 0.01 0.11

347-M0063D-
1H-1, 135–140 Rh 1.38 15.0 7.68 11.30 25.26 166.17 0.28 0.02 0.00 2.69 146.02 4.29 19.09 3.94 33.99 9.46 870.93 1.99 194.43 0.48 0.69 231.18 1232.93 0.59 0.00 0.11 0.03
1H-2, 104–109 Rh 2.57 10.5 7.84 11.80 29.46 170.31 0.30 0.01 — 3.46 143.76 4.23 19.28 4.04 33.37 10.29 803.99 1.67 196.84 0.96 0.77 172.01 1193.10 0.54 0.08 0.13 0.00
2H-1, 135–140 Rh 2.88 11.0 7.91 11.70 30.50 170.05 0.31 0.04 — 3.66 151.89 4.50 20.46 4.12 34.49 10.27 826.06 1.92 205.35 0.30 0.77 173.55 1120.16 0.45 0.01 0.09 0.02
2H-2, 135–140 Rh 4.38 9.0 8.05 12.10 34.42 189.03 0.35 0.04 — 4.23 135.45 4.11 17.61 3.56 29.78 10.19 715.33 1.64 181.30 0.48 0.67 146.89 972.48 0.29 0.00 0.09 0.02
3H-1, 97–102 Rh 4.50 6.0 8.00 11.50 31.40 164.51 0.30 0.42 — — 137.41 4.21 18.53 3.32 30.03 10.61 676.52 2.74 203.96 0.52 0.79 54.74 710.40 0.34 0.00 0.17 0.00
3H-2, 103–1087 Rh 5.74 3.0 8.22 11.60 34.45 164.95 0.31 0.15 — 5.00 139.67 4.18 20.35 2.75 29.32 10.27 801.85 3.78 232.54 0.15 0.87 1.79 228.43 0.46 0.43 0.19 0.02
4H-1, 135–140 Rh 6.88 8.0 8.25 13.20 42.72 182.98 0.36 0.13 — 5.71 163.03 4.87 24.52 3.73 40.97 12.29 1183.91 4.62 319.30 1.22 1.20 0.00 214.98 0.44 0.26 0.15 0.00
4H-2, 56–61 Rh 7.59 11.0 8.23 13.80 47.20 186.99 0.37 0.10 — 5.77 156.50 5.02 22.71 3.59 38.14 13.42 978.10 3.58 282.49 0.00 0.82 1.92 216.61 0.46 5.64 0.10 0.00
5H-1, 135–140 Rh 8.88 12.0 8.02 14.00 49.72 197.35 0.39 0.07 — 5.77 170.55 5.65 24.94 4.86 47.79 14.11 820.37 2.09 329.76 0.15 1.02 30.84 347.38 0.39 0.44 0.07 0.00
5H-2, 47–52 Rh 9.50 15.0 7.99 14.10 50.68 192.90 0.39 0.05 — 5.77 170.94 5.60 25.18 5.09 50.49 14.41 889.80 2.67 327.17 0.00 1.18 44.59 390.48 0.40 0.21 0.09 0.03
6H-1, 108–113 Rh 10.61 15.0 8.02 14.70 51.90 192.96 0.39 0.04 — 6.10 171.16 5.63 25.06 5.32 53.74 15.20 746.66 2.67 324.95 0.00 1.09 55.98 345.74 0.57 0.25 0.10 0.03
6H-2, 73–78 Rh 11.49 10.5 8.03 14.70 52.76 191.24 0.40 0.07 — 6.29 179.60 6.15 25.43 5.38 54.42 15.59 711.06 2.37 331.24 0.26 0.97 47.20 344.47 0.51 0.14 0.10 0.03
7H-1, 121–126 Rh 12.74 11.0 7.82 14.60 53.84 189.22 0.40 0.05 — 6.54 172.47 5.77 24.99 5.20 53.08 17.26 739.18 2.11 330.31 0.11 1.20 54.87 347.20 0.70 0.20 0.09 0.03
7H-2, 92–97 Rh 13.81 11.0 7.92 14.70 54.84 187.32 0.40 0.02 — 7.44 176.86 5.93 26.04 5.23 55.11 17.98 773.37 2.36 352.51 2.33 1.38 66.65 369.57 0.64 0.00 0.09 0.03
8H-1, 135–140 Rh 14.88 8.5 7.91 14.30 50.48 183.05 0.39 0.08 — 7.44 169.03 5.63 24.69 4.71 51.81 18.20 742.39 2.05 330.40 0.59 1.33 67.01 339.92 0.66 0.00 0.10 0.04
8H-2, 145–150 Rh 16.48 7.0 8.04 14.10 53.52 180.50 0.39 0.02 — 7.83 156.33 5.44 22.65 3.89 45.81 20.23 687.56 2.11 290.35 0.52 1.07 57.05 281.36 0.74 0.12 0.13 0.04
9H-1, 135–140 Rh 16.88 9.0 7.89 13.90 53.76 178.07 0.39 0.02 — 8.28 163.81 5.85 23.88 3.35 44.64 22.95 677.94 2.87 285.45 0.33 0.68 50.89 223.34 0.72 0.28 0.07 0.14
9H-2, 65–70 Rh 17.68 8.0 8.25 13.50 53.52 175.80 0.39 0.04 — 8.73 148.33 5.37 21.16 2.81 38.22 20.04 607.09 2.94 252.98 2.22 0.58 27.20 181.55 0.51 0.49 0.11 0.16
10H-1, 120–125 Rh 18.73 11.0 7.64 13.00 52.00 171.79 0.38 0.20 — 7.61 143.41 4.89 21.13 2.73 39.84 22.96 718.18 5.26 270.74 0.30 0.85 27.33 156.36 0.57 0.00 0.19 0.06
10H-2, 135–140 Rh 20.23 15.5 7.65 13.10 53.20 169.43 0.39 0.04 — 8.14 148.80 5.09 23.12 2.93 43.32 24.67 802.21 8.96 274.54 0.00 0.81 4.08 105.69 0.64 1.14 0.33 0.08
11H-1, 91–96 Rh 20.44 8.0 8.04 12.30 54.28 157.19 0.36 0.05 — 8.02 138.28 4.24 21.70 3.33 35.39 22.63 654.09 3.68 233.74 0.52 0.26 29.99 141.39 0.61 4.52 0.79 0.37
12H-1, 135–140 Rh 22.88 2.0 7.78 10.00 39.35 — — — — 6.85 — — — — — 0.34 — — — — — — — 0.24 0.02 0.00 0.01
13H-1, 91–96 Rh 23.94 6.0 7.91 10.70 41.32 143.66 0.33 0.04 — 6.91 118.79 3.49 16.71 5.31 34.33 18.96 736.34 10.39 169.18 0.00 0.42 21.63 123.91 0.50 0.62 0.19 0.03
14H-1, 78–83 Rh 25.81 1.5 8.03 8.70 30.96 — — — — 4.92 — — — — — 0.35 — — — — — — — 0.17 0.00 0.00 0.04
15H-1, 112–117 Rh 28.15 10.0 7.66 8.40 20.93 120.11 0.27 0.02 — 4.10 95.48 2.18 12.70 8.78 32.46 9.94 613.49 13.22 71.50 1.85 0.05 171.04 36.74 0.33 0.15 0.06 0.00
16H-1, 135–140 Rh 30.38 5.0 7.88 6.80 18.07 104.35 0.23 0.02 — 2.63 80.56 1.43 10.92 9.83 30.83 8.23 402.71 12.33 45.97 0.82 0.02 222.58 10.77 0.31 0.03 0.08 0.00
17H-1, 135–140 Rh 32.38 8.0 7.62 6.20 18.70 95.18 0.21 0.01 — 1.67 65.51 0.91 8.93 10.21 28.28 7.34 405.20 9.80 31.73 6.93 0.02 373.00 16.37 0.28 0.00 0.09 0.00
18H-1, 135–140 Rh 34.38 8.0 7.75 5.00 18.64 79.62 0.17 0.01 — 0.94 51.98 0.57 7.64 10.51 25.54 6.18 450.42 6.85 17.85 0.56 0.01 278.99 11.00 0.20 0.02 0.06 0.02
19H-1, 135–140 Rh 36.38 4.0 7.87 3.50 15.40 66.04 0.14 0.01 — 0.53 42.61 0.50 7.25 10.05 23.56 7.39 440.80 4.69 21.27 0.37 0.01 173.39 37.21 0.00 0.00 0.10 0.00
20H-1, 135–140 Rh 38.38 8.0 7.75 3.80 16.81 58.55 0.12 0.03 — 0.55 33.92 0.37 7.07 10.75 23.27 6.92 491.01 5.32 16.74 2.52 0.02 408.27 29.72 0.00 0.01 0.07 0.00
21H-1, 135–140 Rh 40.38 7.0 7.90 3.20 18.01 48.16 0.10 0.02 — 0.51 27.24 0.36 6.85 10.43 22.28 6.70 357.13 4.22 16.46 0.52 0.02 288.84 48.83 0.31 0.00 0.11 0.00
22H-1, 135–140 Rh 42.38 6.0 7.67 2.50 16.35 41.12 0.09 0.01 — 0.49 22.77 0.37 6.53 10.04 21.40 6.33 750.22 2.57 17.11 1.22 0.03 306.56 50.67 0.21 0.00 0.05 0.00
23H-1, 135–140 Rh 44.38 3.0 7.83 2.00 18.75 31.73 0.07 0.01 — 0.35 16.65 0.30 5.51 9.56 18.95 5.65 317.82 3.04 12.86 0.82 0.02 233.86 48.49 0.00 0.00 0.08 0.00
24H-1, 135–140 Rh 45.88 2.5 7.64 2.80 14.61 28.07 0.07 0.01 — 0.31 13.50 0.25 4.69 5.97 14.57 3.56 248.67 2.33 11.47 4.82 0.01 78.63 24.21 0.21 0.00 0.04 0.05
25H-1, 135–140 Rh 47.88 4.5 7.65 2.60 15.48 21.86 0.05 0.01 — 0.20 12.06 0.21 4.28 8.38 16.07 4.93 283.71 2.23 7.21 2.22 0.02 51.18 43.09 0.00 0.02 0.07 0.03
26H-1, 135–140 Rh 49.88 5.0 7.77 2.10 14.69 17.22 0.04 0.02 — 0.14 10.50 0.14 3.64 7.56 14.20 4.02 260.89 1.54 4.16 0.85 0.01 32.27 34.30 0.00 0.10 0.05 0.02
27H-1, 135–140 Rh 51.88 5.0 8.20 2.20 16.24 14.37 0.04 0.09 — 0.10 10.17 0.13 3.04 6.54 12.01 3.79 236.50 1.46 5.46 0.19 0.01 15.83 28.66 0.33 0.14 0.06 0.05
28H-1, 135–140 Rh 53.88 4.5 8.23 1.70 14.96 10.14 0.03 0.01 — 0.09 7.88 0.09 2.23 5.24 8.99 3.20 235.71 0.88 2.31 0.22 0.01 5.82 22.86 0.00 0.20 0.05 0.03
30H-1, 135–140 Rh 55.58 4.0 8.37 1.50 13.30 7.51 0.03 0.01 — 0.08 7.44 0.16 1.84 4.49 7.33 2.85 241.66 0.56 5.09 0.00 0.01 4.78 19.28 0.00 0.16 0.05 0.08
31H-1, 135–140 Rh 57.58 7.0 8.27 1.30 12.21 5.98 0.02 0.01 — 0.06 6.62 0.05 1.42 3.39 5.75 2.71 233.72 0.39 5.27 0.48 0.01 1.38 10.91 0.00 0.21 0.04 0.08
32H-1, 135–140 Rh 60.08 6.0 8.31 0.90 9.89 3.38 0.02 0.01 — 0.05 5.73 0.05 0.92 2.40 4.21 2.27 216.73 0.17 3.24 0.00 0.01 0.00 6.60 0.35 0.21 0.01 0.05
33H-1, 135–140 Rh 62.58 4.0 8.42 0.80 9.89 2.67 0.02 0.02 — 0.05 5.07 0.04 0.71 1.95 3.30 2.06 223.54 0.14 3.51 1.00 0.01 0.00 5.87 0.55 0.21 0.00 0.08
34H-1, 135–140 Rh 65.08 6.0 8.21 0.70 8.31 2.82 0.01 0.03 — 0.05 5.05 0.04 0.60 1.92 3.10 1.99 211.36 0.14 4.16 1.52 0.01 0.00 5.93 0.58 0.24 0.02 0.04
36H-1, 135–140 Rh 68.98 8.0 8.02 2.40 5.31 20.46 0.04 0.82 — 0.09 10.14 0.06 1.20 3.55 6.78 2.38 195.16 0.42 4.07 0.89 0.01 0.00 7.75 0.34 0.21 0.03 0.03
37H-1, 135–140 Rh 71.68 6.0 8.42 0.50 6.02 0.68 0.01 0.02 — 0.04 3.39 0.03 0.19 0.92 1.30 1.82 189.82 0.00 2.77 0.41 0.01 0.00 2.82 0.00 0.29 0.03 0.12
38H-1, 135–140 Rh 74.98 8.0 8.21 0.25 4.96 0.94 0.01 0.06 — — 3.22 0.02 0.11 0.82 1.08 1.75 192.81 0.00 3.88 1.00 0.01 0.00 2.62 0.00 0.28 0.00 0.11
39H-1, 135–140 Rh 78.28 10.0 8.07 0.20 4.29 3.24 0.01 0.29 — — 4.48 0.03 0.22 1.31 2.09 1.65 173.83 0.00 3.98 0.33 0.01 0.00 2.93 0.40 0.34 0.00 0.11
40H-1, 135–140 Rh 81.58 7.0 8.30 0.09 3.65 0.56 0.01 0.29 — — 2.51 0.03 0.00 0.53 0.50 1.42 186.54 0.00 3.14 1.93 0.01 0.00 2.16 0.00 0.38 0.01 0.11
41H-1, 135–140 Rh 84.88 10.0 8.46 0.00 3.03 1.43 0.01 0.56 — — 2.95 0.04 0.00 0.73 0.88 1.55 158.73 0.00 4.25 2.67 0.01 0.00 2.29 0.00 0.43 0.00 0.08

347-M0063E-
1H-1, 80–90 Sq 0.85 14.0 7.81 11.30 28.12 165.75 0.28 0.21 — 2.32 130.67 3.93 16.68 3.13 31.20 9.47 952.82 3.89 178.43 0.19 0.55 9.04 902.46 0.57 0.41 0.41 0.08
1H-2, 20–30 Sq 1.45 20.0 7.51 11.80 30.06 171.80 0.31 0.04 — 2.13 140.32 4.42 17.77 3.68 30.61 11.80 732.78 2.15 183.33 0.22 0.32 46.36 1083.24 0.57 0.46 0.29 0.04
2H-1, 115–125 Sq 3.20 18.0 7.42 11.50 24.55 170.26 0.30 1.89 — 3.12 151.24 4.51 19.72 4.09 34.01 11.56 738.12 2.24 196.84 0.22 0.45 104.04 1058.87 0.67 0.37 0.21 0.02
2H-2, 120–130 Sq 4.75 17.0 7.66 12.50 36.25 179.19 0.34 0.02 — 3.26 145.72 4.46 19.98 3.49 32.46 12.29 745.59 3.15 224.96 0.15 0.81 22.76 700.76 0.76 0.09 0.34 0.06
3H-1, 70–80 Sq 4.75 12.0 7.86 13.00 38.37 183.23 0.35 0.12 — 3.90 149.67 4.45 22.04 2.87 31.40 10.54 862.74 3.21 259.00 0.30 0.89 2.74 292.45 0.58 1.36 0.43 0.03
4H-2, 67–77 Sq 7.49 18.0 7.90 14.00 46.88 194.08 0.38 0.03 — 4.56 160.55 5.21 23.21 3.91 42.34 14.67 1013.00 3.82 308.57 0.00 1.24 3.44 278.81 0.71 0.31 0.18 0.06
5H-1, 58–68 Sq 8.63 7.92 13.80 46.24 193.54 0.38 0.36 — 4.21 162.51 5.28 23.13 4.22 43.02 14.61 754.14 2.26 297.66 0.00 0.92 17.82 346.11 0.78 0.59 0.16 0.07
5H-2, 90–90 Sq 15.0 7.87 14.50 49.92 195.21 0.39 0.05 — 4.99 162.64 5.58 22.90 4.58 45.83 15.14 796.87 2.55 307.37 0.48 0.90 35.85 364.48 0.77 0.38 0.07 0.03
6H-1, 98–108 Sq 11.03 6.0 8.02 14.80 58.20 — — — — 4.73 164.98 5.62 23.00 5.01 50.39 16.19 722.45 2.40 319.58 1.00 0.98 34.17 302.64 0.69 0.10 0.17 0.06
6H-2, 81–81 Sq 9.0 — 14.50 — 196.07 0.41 0.05 — — — — — — — 17.33 — — — — — — — 0.90 0.68 0.24 0.22
7H-1, 60–70 Sq 12.65 12.0 8.04 15.00 40.00 197.43 0.40 0.07 — 4.90 168.07 5.95 23.28 4.90 49.55 — 702.15 2.40 324.11 0.00 0.73 27.84 286.09 — — — —
7H-2, 121–121 Sq 9.0 — 14.20 — 189.30 0.40 0.16 — — — — — — — — — — — — — — — — — — —
8H-1, 90–100 Sq 14.95 10.0 7.97 14.30 52.44 199.12 0.43 0.24 — 6.05 159.72 5.59 22.35 4.02 45.69 19.56 703.93 1.97 303.67 0.00 0.96 52.45 273.90 0.68 0.56 0.16 0.06
8H-2, 60–60 Sq 8.0 — 14.20 — 184.11 0.40 0.05 — — — — — — — — — — — — — — — — — — —
9H-1, 84–94 Sq 16.89 17.0 7.76 14.50 55.80 184.79 0.41 0.03 — 6.46 161.16 5.49 23.02 3.38 46.27 23.44 801.14 2.86 320.32 0.00 1.13 70.55 236.62 0.64 0.11 0.16 0.23
9H-2, 100–100 Sq 7.0 — 13.70 — 176.47 0.39 0.07 — — 155.89 5.63 21.98 2.68 38.67 24.18 598.18 4.25 269.45 0.07 0.48 29.35 181.33 0.78 3.61 0.14 0.26
10H-1, 25–35 Sq 18.30 9.0 8.00 14.00 53.64 — — — — 8.06 152.28 5.47 22.12 2.77 42.38 25.05 799.36 6.32 279.53 0.00 0.81 17.32 142.08 0.84 0.72 0.27 0.22
10H-2, 75–75 Sq 11.0 — 13.40 — 171.64 0.39 0.10 — — 147.85 5.62 21.94 2.61 39.96 25.43 753.43 8.01 261.12 0.00 0.56 0.29 83.94 0.92 — 1.76 0.18
11H-1, 90–100 Sq 20.95 9.0 7.97 13.00 49.80 — — — — 9.96 140.76 4.64 20.88 3.08 38.69 23.33 766.25 7.38 233.37 0.56 0.57 16.13 119.11 0.74 5.69 0.83 0.31
11H-2, 112–112 Sq 4.0 — 12.00 — 154.10 0.35 0.07 — — 132.32 4.81 19.65 3.44 36.65 22.85 681.15 10.02 218.02 0.19 0.42 0.00 127.89 0.72 — 2.28 0.26
12H-1, 117–127 Sq 23.22 10.0 7.89 12.30 46.44 155.92 0.36 0.04 — 9.03 129.40 4.10 18.86 4.48 36.03 21.48 748.09 9.65 193.88 1.37 0.38 3.81 128.06 0.64 — 1.05 0.22
13H-1, 68–78 Sq 24.73 16.0 7.74 11.20 41.64 146.44 0.33 0.20 — — 121.53 3.78 17.11 5.55 35.15 19.02 729.21 13.68 160.21 0.67 0.18 22.76 119.16 0.70 — 0.64 0.27
14H-2, 65–75 Sq 26.90 6.0 7.49 10.10 35.86 — — — — 5.80 109.13 2.78 14.08 7.46 34.43 13.31 741.32 13.19 123.67 0.37 0.16 235.47 111.56 0.51 0.09 0.17 0.02
15H-1, 57–67 Sq 28.62 4.0 7.64 9.10 28.68 125.18 0.27 0.10 — 4.86 96.52 2.46 12.07 7.98 31.60 10.82 615.99 18.58 77.05 1.67 0.02 126.48 37.01 0.39 0.40 0.12 0.02
16H-1, 114–124 Sq 31.19 6.0 7.45 7.90 21.69 102.94 0.22 0.24 — 3.13 83.95 1.65 10.58 9.10 30.10 9.24 410.54 16.00 50.13 0.33 0.01 144.29 6.82 0.14 0.04 0.07 0.00
17H-1, 111–121 Sq 33.16 9.0 7.56 7.00 16.60 96.64 0.21 0.11 — 1.72 75.86 1.05 10.59 12.12 33.78 7.90 510.95 14.46 29.78 0.78 0.01 306.03 6.13 0.19 0.04 0.10 0.00
18H-1, 106–116 Sq 35.11 17.0 7.54 6.20 13.93 81.67 0.17 0.14 — 0.93 60.50 0.73 9.32 12.13 30.67 6.63 678.65 10.86 24.05 0.67 0.01 459.49 6.95 0.31 0.01 0.11 0.00
19H-1, 127–137 Sq 37.32 13.0 7.43 5.20 15.30 66.08 0.15 0.01 — 0.69 41.97 0.47 7.41 10.66 24.51 5.83 552.25 9.01 16.93 0.59 0.01 244.25 6.89 0.49 0.00 0.10 0.00
20H-1, 135–145 Sq 39.40 9.5 7.48 4.50 14.90 55.66 0.12 0.00 — 0.51 32.34 0.44 7.11 9.96 22.32 6.17 539.43 8.69 14.43 0.22 0.01 158.67 6.87 0.49 0.00 0.09 0.06
21H-1, 83–93 Sq 40.88 18.0 7.48 4.20 16.60 48.12 0.11 0.02 — 0.44 27.29 0.41 7.10 10.10 22.14 6.77 689.34 6.53 16.37 0.44 0.02 257.86 14.22 0.33 0.00 0.08 0.00
22H-1, 135–140 Sq 43.35 7.5 7.46 3.90 17.44 39.18 0.09 0.01 — 0.38 20.97 0.38 6.49 9.81 20.63 6.79 642.34 3.74 21.00 0.30 0.01 301.73 36.99 0.20 0.03 0.09 0.05
23H-1, 135–145 Sq 45.40 16.5 7.64 3.60 19.13 31.74 0.07 0.07 — 0.24 16.97 0.31 5.76 9.87 19.69 6.00 332.03 4.94 11.38 0.00 0.01 121.43 60.22 0.22 0.00 0.14 0.06
24H-1, 115–125 Sq 47.20 4.5 7.70 — 19.27 26.60 0.06 0.06 — 0.22 14.22 0.23 4.97 9.24 17.99 5.46 287.41 4.38 5.83 0.19 0.01 54.99 54.23 0.25 0.03 0.09 0.10
25H-1, 135–145 Sq 49.40 7.72 2.60 19.46 19.92 0.05 0.02 — 0.12 11.66 0.16 4.34 8.55 16.19 5.07 309.42 3.02 4.72 0.11 0.01 36.08 43.45 0.00 0.08 0.09 0.12
26H-1, 135–145 Sq 51.40 5.5 7.57 2.20 17.61 14.41 0.04 0.03 — 0.09 9.90 0.15 3.40 6.90 13.04 4.21 269.04 2.32 3.88 0.00 0.01 4.12 28.74 0.00 0.13 0.07 0.11
27H-1, 125–135 Sq 53.30 14.5 8.09 1.90 23.16 9.47 0.03 0.00 — 0.07 8.31 0.11 2.45 5.48 9.63 3.71 274.81 1.27 3.24 0.70 0.01 1.11 24.72 0.29 0.20 0.08 0.08
28H-1, 135–145 Sq 55.40 7.0 8.19 1.80 15.18 8.78 0.03 0.01 — 0.07 8.00 0.11 2.28 5.09 9.03 2.66 277.80 1.06 3.51 0.00 0.01 1.06 23.03 0.41 0.13 0.06 0.08
29H-1, 135–145 Sq 57.40 5.0 8.33 1.50 13.16 7.09 0.03 0.03 — 0.07 7.73 0.07 1.68 3.89 6.84 3.19 284.21 0.69 5.64 0.11 0.01 0.00 13.26 0.37 0.22 0.06 0.05
30H-1, 120–130 Sq 59.25 19.0 7.96 3.50 7.85 45.17 0.08 1.76 — 0.10 29.39 0.18 4.24 8.15 18.79 5.47 246.07 2.75 14.52 0.26 0.01 0.00 21.24 0.29 0.20 0.10 0.00
31H-1, 135–145 Sq 61.40 4.0 8.31 1.80 10.81 4.00 0.02 0.02 — 0.06 6.56 0.06 1.17 2.60 4.79 2.66 262.70 0.36 3.79 0.37 0.01 0.00 8.71 0.00 0.25 0.06 0.07
32H-1, 135–145 Sq 63.40 7.0 8.27 1.40 9.39 3.36 0.02 0.03 — 0.05 6.04 0.06 0.85 2.04 3.72 2.25 236.67 0.36 4.44 0.48 0.01 0.00 6.20 0.23 0.21 0.03 0.00
33H-1, 125–135 Sq 65.30 8.26 1.20 9.01 1.98 0.01 0.01 — 0.04 5.51 0.04 0.66 1.64 2.72 2.17 244.97 0.17 4.07 0.26 0.01 0.00 5.18 0.30 0.21 0.04 0.07
34H-1, 135–145 Sq 67.40 10.0 8.30 1.50 8.12 5.86 0.02 0.17 — 0.05 7.84 0.05 0.82 2.14 4.06 2.26 203.03 0.40 4.99 0.00 0.01 0.00 5.78 0.00 0.22 0.04 0.10
35H-1, 135–145 Sq 69.40 5.5 8.14 3.00 5.80 29.49 0.05 1.19 — 0.08 18.97 0.11 2.44 6.09 13.46 3.44 203.88 1.49 7.77 0.15 0.01 0.00 12.44 0.07 0.18 0.05 0.00
36H-1, 125–135 Sq 71.30 12.0 8.36 1.00 6.57 0.75 0.01 0.01 — 0.03 4.18 0.03 0.21 0.83 1.15 2.05 230.09 0.00 3.33 0.33 0.01 0.00 3.09 0.35 0.24 0.02 0.04
37H-1, 135–145 Sq 73.40 8.50 0.80 5.49 0.78 0.01 0.03 — 0.04 3.93 0.04 0.11 0.48 0.57 2.17 171.80 0.00 3.05 0.74 0.00 0.00 2.35 0.49 0.31 0.04 0.07
39H-1, 135–145 Sq 76.70 10.0 8.41 0.80 5.04 1.03 0.01 0.10 — 0.03 3.57 0.03 0.09 0.72 0.98 1.41 195.12 0.00 3.70 1.45 0.01 0.00 2.56 0.00 0.30 0.00 0.03
40H-1, 125–135 Sq 79.90 8.61 0.70 3.89 1.02 0.01 0.23 — 0.03 3.30 0.03 0.01 0.49 0.52 1.28 175.82 0.00 3.14 1.89 0.01 0.00 2.31 0.00 0.34 0.00 0.13
41H-1, 125–135 Sq 83.20 8.65 0.60 3.06 0.53 0.01 0.35 — 0.02 2.80 0.03 0.00 0.26 0.00 1.27 203.70 0.00 3.98 2.22 0.01 0.00 2.04 0.00 0.34 0.03 0.10
42H-1, 135–145 Sq 86.60 13.0 8.51 0.60 2.60 0.58 0.01 0.54 — 0.03 2.76 0.02 0.00 0.30 0.01 1.25 191.81 0.00 3.61 1.48 0.01 0.00 2.07 0.00 0.37 0.02 0.18
43H-1, 125–135 Sq 89.80 8.71 0.60 2.08 1.87 0.01 0.80 — 0.03 3.14 0.03 0.00 0.74 1.00 1.17 171.59 0.00 5.83 2.56 0.01 0.00 2.20 0.00 0.40 0.00 0.07
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7H-1, 36–41 Rh 12.39 18.0 8.09 12.50 38.56 167.87 0.33 1.28 — 4.45 142.76 4.37 20.05 4.15 39.84 12.55 574.33 2.13 243.55 0.41 0.71 58.70 270.45 0.44 0.44 0.10 0.00
7H-2, 92–97 Rh 14.20 14.0 8.03 14.50 50.09 188.35 0.40 0.10 — 5.81 166.07 5.53 23.54 4.60 46.23 17.56 545.13 2.27 265.01 0.41 0.66 43.82 299.18 0.65 0.99 0.10 0.24
8H-2, 30–35 Rh 15.74 18.0 7.98 14.20 49.87 184.17 0.40 0.08 — 6.82 162.98 5.11 23.56 4.07 47.77 19.08 646.25 2.86 280.18 1.59 1.19 78.77 306.09 0.64 0.07 0.16 0.12
9H-1, 21–26 Rh 16.24 13.5 — 11.90 — 156.66 0.32 1.41 — — 137.36 4.39 19.10 2.94 35.38 16.97 585.37 1.99 233.47 0.00 0.77 57.00 200.43 0.49 0.28 0.12 0.08
9H-2, 70–75 Rh 18.03 16.0 8.03 13.70 48.40 176.83 0.39 0.06 — 7.64 158.59 4.87 24.13 3.12 44.24 22.06 680.08 4.35 270.65 0.00 1.03 43.07 228.07 0.46 0.04 0.14 0.09
10H-1, 6–6 Rh 18.06 12.0 — 10.20 — 137.20 0.28 2.23 — — 115.57 3.68 15.70 2.23 26.04 14.65 423.71 2.23 162.52 0.26 0.25 30.41 132.60 0.28 1.58 0.07 0.00
11H-2, 39–44 Rh 20.42 10.0 — — — 145.51 0.31 1.10 — — 126.58 3.81 18.52 2.37 33.05 18.66 676.16 5.45 205.90 0.52 0.67 5.55 90.14 0.29 0.15 0.21 0.00
12H-1, 56–61 Rh 22.59 10.0 — 11.55 — 150.31 0.33 0.88 — — 138.54 4.21 19.23 3.25 32.44 19.97 555.81 6.90 148.83 2.15 0.21 7.66 131.68 0.35 — 0.26 0.70
11H-2, 82–87 Rh 22.15 7.0 7.97 11.10 35.73 — — — — 7.08 — — — — — — — — — — — — — — — — —
13H-1, 43–48 Rh 24.46 25.0 — 11.39 — 147.91 0.34 0.12 — — 136.58 3.98 18.87 5.80 35.53 19.87 672.24 13.94 157.71 4.56 0.17 10.35 132.91 0.39 — 0.41 0.53
14H-3, 88–93 Rh 28.06 15.0 — 9.07 — 126.10 0.28 0.02 — — 112.79 2.27 13.56 8.40 32.64 9.91 622.40 14.73 86.86 9.64 0.16 416.15 65.60 0.36 0.09 0.10 0.00
15H-2, 106–111 Rh 30.09 14.0 — 8.11 — 112.12 0.24 0.03 — — — — — — — — — — — — — — — — — — —
16H-1, 88–93 Rh 30.91 13.0 — 7.69 — 109.07 0.22 0.99 — — — — — — — — — — — — — — — — — — —
17H-1, 54–59 Rh 32.57 12.0 — 6.84 — 97.59 0.20 1.03 — — 78.56 0.98 9.04 9.26 26.60 6.78 289.16 10.63 30.43 1.19 0.02 196.26 4.78 0.27 0.10 0.08 0.00
18H-1, 46–51 Rh 34.49 20.0 — 6.90 — 96.11 0.18 1.89 — — 73.55 0.71 8.66 9.90 26.31 5.94 401.28 9.48 32.74 1.74 0.02 398.25 6.37 0.27 0.07 0.11 0.00
19H-1, 100–105 Rh 37.03 16.0 — 5.10 — 66.59 0.15 0.05 — — 44.80 0.37 7.67 11.26 24.95 4.27 503.83 6.12 19.42 1.07 0.03 418.12 7.77 0.26 0.02 0.13 0.06
20H-1, 80–85 Rh 38.83 11.0 — 4.62 — 58.24 0.13 0.10 — — 38.62 0.37 7.78 11.31 24.73 3.78 538.01 6.16 21.18 3.82 0.04 402.18 8.28 0.22 0.00 0.10 0.00
21H-1, 23–28 Rh 40.26 18.0 — 5.36 — 71.08 0.13 1.70 — — 51.02 0.50 8.79 11.40 26.30 4.06 528.04 7.86 29.04 1.93 0.04 476.14 13.68 0.17 0.06 0.11 0.00
22H-1, 116–121 Rh 43.19 14.0 — 4.04 — 46.10 0.10 0.23 — — 25.83 0.38 6.78 10.50 22.08 6.25 643.05 2.89 21.37 3.48 0.05 374.43 34.59 0.00 0.03 0.06 0.00
23H-1, 81–86 Rh 44.84 10.0 — 3.40 — 33.89 0.08 0.12 — — 19.53 0.31 5.89 10.28 20.35 5.35 302.65 3.21 14.89 0.96 0.02 221.33 59.73 0.00 0.00 0.05 0.00
24H-1, 56–61 Rh 46.59 21.0 — 4.67 — 57.51 0.10 1.60 — — 40.39 0.40 7.15 11.92 25.25 6.57 266.98 5.02 21.37 4.08 0.02 188.02 76.73 0.00 0.02 0.10 0.00
25H-1, 110–115 Rh 49.13 9.0 — 3.83 — 43.91 0.08 1.12 — — — — — — — — — — — — — — — — — — —
26H-1, 80–85 Rh 50.83 10.0 — 2.40 — 17.87 0.05 0.07 — — — — — — — — — — — — — — — — — — —
27H-1, 65–70 Rh 52.68 6.0 8.23 1.66 14.53 10.52 0.03 0.02 — — — — — — — — — — — — — — 51.87 — — — 0.00
28H-1, 111–116 Rh 55.14 20.0 — 2.71 — 25.91 0.05 0.58 — — 15.03 0.10 3.63 8.22 15.03 3.44 237.67 1.34 9.71 1.78 0.01 13.86 37.38 0.00 0.18 0.05 0.00
29H-1, 79–84 Rh 56.82 27.0 — 3.46 — 42.53 0.07 1.53 — — 31.94 0.14 5.08 10.48 21.56 4.42 207.23 2.13 14.34 1.78 0.01 15.74 41.90 0.00 0.18 0.04 0.00
30H-1, 59–64 Rh 58.62 27.0 — 3.40 — 43.16 0.07 1.59 — — 27.46 0.13 4.35 8.75 18.82 3.99 212.85 1.67 14.89 0.82 0.01 11.46 29.03 0.00 0.22 0.05 0.00
31H-1, 106–111 Rh 61.09 10.0 — 1.18 — — — — — — — — — — — — — — — — — — — — — — —
32H-1, 77–82 Rh 62.80 25.0 — 4.25 — 58.81 0.09 2.14 — — 44.32 0.24 5.30 10.23 24.58 4.65 178.14 2.89 17.94 0.74 0.01 8.95 27.68 0.00 0.18 0.05 0.00
33H-1, 63–86 Rh 64.75 21.0 — 3.46 — 46.40 0.08 1.70 — — 31.89 0.20 4.15 8.50 19.57 3.79 192.38 2.21 15.63 0.44 0.01 5.71 19.81 0.00 0.19 0.00 0.00
34H-1, 109–114 Rh 67.12 26.0 — 3.51 — 47.10 0.08 1.80 — — 30.38 0.16 3.71 8.64 19.12 3.52 184.76 1.80 14.89 0.93 0.01 3.31 22.44 0.00 0.17 0.05 0.00
35H-1, 80–85 Rh 68.83 22.0 — 3.77 — 51.57 0.08 1.90 — — 37.53 0.20 4.04 9.27 21.07 3.97 183.73 2.18 17.85 0.00 0.01 3.69 22.95 0.00 0.20 0.03 0.00
36H-1, 64–69 Rh 70.67 — — 1.44 — 16.52 0.03 0.72 — — 7.32 0.03 0.85 2.65 5.25 1.74 198.90 0.25 10.64 1.67 0.01 0.00 7.06 0.25 0.25 0.02 0.00
37H-1, 110–115 Rh 73.13 14.0 — 0.54 — 2.52 0.01 0.07 — — 3.89 0.00 0.40 1.41 2.93 1.65 221.33 0.10 15.82 11.01 0.01 0.00 4.40 0.26 0.27 0.03 0.04
39H-1, 81–86 Rh 76.14 13.0 — 0.60 — 4.16 0.02 0.17 — — 6.90 0.02 0.64 2.49 5.11 1.69 194.98 0.25 9.80 0.74 0.01 0.00 5.37 0.00 0.27 0.00 0.09
40H-1, 65–70 Rh 79.28 12.0 — 0.39 — 1.22 0.01 0.20 — — 2.71 0.00 0.14 0.85 1.64 1.20 201.71 0.01 9.25 13.31 0.01 3.51 3.58 0.00 0.36 0.01 0.16
41H-1, 99–104 Rh 82.92 11.0 — 0.33 — 1.52 0.01 0.43 — — 2.71 0.00 0.05 0.58 1.24 1.30 192.95 0.00 9.90 2.22 0.01 0.00 3.15 0.00 0.42 0.01 0.11
42H-1, 80–85 Rh 86.03 16.0 — 0.39 — 1.95 0.01 0.65 — — 3.24 0.00 0.07 0.87 1.76 1.30 185.79 0.01 11.01 54.00 0.01 0.00 3.42 0.00 0.43 0.00 0.05
43H-1, 65–70 Rh 89.18 18.0 — 0.33 — 2.04 0.01 0.84 — — 2.92 0.00 0.04 0.87 1.69 1.21 170.73 0.00 10.54 1.48 0.01 0.00 3.15 0.00 0.44 0.00 0.07
44H-1, 63–68 Rh 92.46 2.0 — 0.70 — 8.01 0.02 1.11 — — — — — — — — — — — — — — — — — — —
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21H-2, 10–15 Rh 41.21 13.0 7.68 4.21 15.15 44.20 0.10 0.04 — 0.55 29.11 0.45 7.32 11.20 23.65 6.14 878.40 3.95 23.12 1.15 0.04 360.64 23.48 0.00 0.02 0.07 0.00
22H-2, 70–75 Rh 44.23 9.0 7.77 3.74 14.99 37.29 0.08 0.14 — 0.43 26.20 0.43 7.00 11.50 23.43 5.29 443.65 3.71 19.70 1.70 0.03 382.13 53.22 0.00 0.01 0.05 0.00
23H-2, 7–12 Rh 45.60 7.0 7.87 3.00 16.11 27.80 0.07 0.08 — 0.30 17.18 0.31 5.16 9.78 18.91 4.11 285.74 3.11 13.04 0.33 0.02 86.02 60.02 0.00 0.03 0.05 0.00
24H-2, 120–125 Rh 48.73 4.0 7.96 2.47 13.71 20.10 0.05 0.01 — 0.20 13.92 0.27 4.18 8.67 16.77 4.54 236.96 3.23 9.06 0.96 0.01 10.30 35.57 0.00 0.09 0.04 0.09
25H-2, 40–45 Rh 49.93 7.0 8.02 2.41 16.08 18.83 0.05 0.04 — 0.15 11.93 0.16 3.85 8.15 15.29 3.78 234.68 1.80 7.21 0.48 0.01 39.57 36.25 0.00 0.09 0.00 0.00
26H-2, 130–135 Rh 52.83 6.0 8.05 1.72 13.40 13.49 0.04 0.09 — 0.10 10.10 0.12 2.77 6.28 11.41 3.31 234.43 1.22 7.03 0.33 0.01 9.69 25.21 0.00 0.19 0.07 0.00
27H-2, 35–40 Rh 53.88 15.0 7.87 5.11 6.87 74.39 0.12 2.56 — — 59.50 0.53 7.61 12.38 27.40 6.71 219.44 6.49 18.31 0.82 0.01 44.28 — 0.00 0.09 0.07 —
28H-2, 70–75 Rh 56.23 7.0 8.24 1.51 12.67 10.97 0.03 0.09 — 0.09 9.25 0.06 2.35 5.43 9.80 2.67 229.94 0.71 7.31 0.44 0.02 6.39 24.64 0.00 0.21 0.05 0.00
29H-2, 90–95 Rh 58.43 8.0 8.36 1.04 10.93 7.23 0.02 0.07 — 0.06 8.46 0.05 1.66 3.87 7.27 2.47 231.58 0.53 7.95 0.26 0.01 0.00 13.57 0.00 0.22 0.03 0.02
30H-2, 110–115 Rh 60.63 8.0 8.21 0.98 9.95 7.29 0.02 0.06 — 0.06 7.51 0.04 1.57 3.69 7.10 2.40 243.01 0.47 11.19 3.71 0.01 0.07 11.37 0.00 0.22 0.00 0.03
31H-2, 60–65 Rh 62.13 6.0 8.38 0.82 9.46 4.95 0.02 0.05 — 0.04 6.59 0.03 1.14 2.83 5.58 2.07 198.36 0.31 6.38 0.30 0.01 0.00 8.88 0.17 0.20 0.05 0.05
32H-2, 102–107 Rh 64.55 6.0 8.45 0.61 8.23 4.45 0.02 0.07 — 0.03 6.09 0.04 0.88 2.32 4.70 1.82 199.00 0.39 7.40 0.78 0.01 0.00 6.42 0.00 0.24 0.05 0.00
33H-2, 95–100 Rh 66.48 6.0 8.46 0.56 7.16 3.99 0.02 0.07 — 0.03 5.32 0.03 0.70 2.06 4.07 1.87 183.44 0.32 8.05 1.07 0.01 0.00 6.78 0.00 0.24 0.00 0.00
34H-2, 70–75 Rh 68.23 7.0 8.40 0.72 6.68 7.43 0.02 0.16 — 0.03 7.36 0.04 0.97 2.92 5.64 2.03 196.87 0.42 8.23 0.37 0.01 0.00 8.29 0.00 0.24 0.04 0.03
35H-2, 90–95 Rh 70.43 6.0 8.46 0.24 6.42 2.21 0.01 0.03 — 0.03 4.82 0.02 0.45 1.51 2.97 1.49 198.68 0.15 7.31 0.44 0.01 0.00 5.33 0.00 0.29 0.00 0.05
36H-2, 93–93 Rh 72.43 6.0 8.41 0.14 5.19 3.99 0.02 0.13 — 0.03 5.65 0.04 0.47 1.59 3.37 1.66 198.82 0.23 8.42 0.26 0.01 0.00 4.60 0.00 0.28 0.02 0.06

Reference samples
R2 salt brine mud 1 — — — 7.45 170.07 2.35 3448.94 0.00 17.47 0.00 0.00 3372.77 5.85 14.36 12.48 420.57 6.06 35.78 8.98 137.36 0.22 0.01 13.54 6.46 0.73 0.07 0.08 0.06
R3 seawater from mud pump — — — 7.69 16.87 2.14 265.91 0.33 11.68 0.00 0.00 254.37 4.99 23.53 5.07 45.41 11.86 7.62 3.18 187.77 0.56 0.01 0.00 2.87 0.63 0.06 0.06 0.00
R4 grease 1 drill pipe — — — 6.28 2.56 0.26 0.18 0.00 0.01 0.00 0.02 0.00 0.00 0.00 0.01 0.13 1.18 0.57 4.69 8.69 0.00 0.01 0.00 2.86 0.00 0.00 0.00 0.13
R5 grease 2 pipes — — — 6.51 3.04 0.27 0.09 0.00 0.00 0.00 0.02 0.00 0.00 0.00 0.04 0.08 0.29 0.00 4.05 6.94 0.00 0.01 0.00 2.86 0.00 0.00 0.00 0.22
R6 grease 3 core barrel — — — 6.54 4.49 0.26 0.08 0.00 0.00 0.00 0.03 0.00 0.00 0.00 0.03 0.07 0.29 1.53 3.90 6.47 0.00 0.01 0.00 2.86 0.00 0.00 0.00 0.12
R7 grease 4 “moly” piston rod grease — — — 4.34 0.00 0.11 0.05 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.41 0.00 0.43 5.09 0.00 0.01 0.00 2.86 0.00 0.00 0.00 0.19
R8 grease 5 pipe thread — — — 6.30 5.56 0.23 0.39 0.00 0.03 0.00 0.03 0.00 0.00 0.00 0.00 0.05 1.57 0.61 3.01 6.94 0.00 0.01 0.00 2.86 0.34 0.00 0.00 0.10
R9 tap water GC — — — 6.49 0.00 0.26 5.06 0.01 0.04 0.00 0.00 4.65 0.14 0.05 0.03 0.24 0.90 7.23 8.71 104.80 0.22 0.01 0.00 2.89 0.36 0.03 0.00 0.13
R10 H2Od ELGA — — — 6.21 0.00 0.35 0.06 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.38 0.53 1.30 9.99 0.37 0.01 0.00 2.86 0.34 0.00 0.00 0.12
R11 mud 2 (GS550) — — — 7.74 41.48 9.62 643.71 0.49 20.60 0.00 1.36 807.31 9.05 41.80 8.83 98.60 19.35 23.11 1.69 343.63 1.63 0.01 8.99 5.15 1.06 0.10 0.08 0.00
R12 mud 3 (guar gum) — — — 6.40 16.60 2.20 239.64 0.36 12.35 0.00 0.07 223.23 5.61 24.40 4.91 36.57 12.51 8.47 1.94 192.03 0.37 0.01 0.00 3.02 0.87 0.05 0.04 0.00
R13 seawater/drill water — — — 7.83 14.94 2.21 241.08 0.36 8.87 0.00 0.00 216.62 5.09 24.56 4.96 37.02 12.67 5.70 1.88 190.27 0.00 0.01 0.56 2.93 0.79 0.06 0.06 0.00
R20 M0063/seawater — — — 8.12 6.19 1.60 98.61 0.15 5.01 0.00 0.00 94.30 2.24 9.90 2.40 15.84 4.47 7.76 1.94 81.49 0.15 0.01 0.00 2.87 0.68 0.02 0.02 0.00
R21 M0063_1H1 PFC 1/seawater — — — 7.78 6.32 1.78 101.17 0.15 5.24 0.00 0.00 111.74 2.68 11.61 2.80 18.58 4.58 9.22 0.04 87.60 0.33 0.01 13.16 3.40 0.71 0.00 0.05 0.01
R22 M0063_11H1 PFC 2/seawater — — — 7.98 6.38 1.73 101.02 0.15 5.21 0.00 0.00 91.82 2.19 10.00 2.43 16.16 4.50 6.80 0.01 77.05 0.33 0.01 2.24 3.00 0.57 0.00 0.00 0.00
R23 M0063E_2OH PFC 3/seawater — — — 8.00 6.32 1.80 100.99 0.15 5.23 0.00 0.00 87.60 2.07 9.97 2.42 16.00 4.51 6.69 0.01 76.96 0.00 0.01 2.22 3.02 0.59 0.02 0.05 0.05
Rh = Rhizon sample, Sq = squeezed sample. ISE = ion-specific electrode, IC = ion chromatography, ICP-OES = inductively coupled plasma–optical emission spectroscopy. — = no data reported for samples with insufficient pore water volumes.

R24 M0063_30H1 PFC 4/seawater — — — 8.06 6.43 1.72 102.00 0.15 5.26 0.00 0.00 105.18 2.45 10.99 2.66 17.76 4.55 7.05 0.01 84.08 0.11 0.01 3.69 2.96 0.64 0.02 0.04 0.00
R25 M0063_40H PFC 5/seawater — — — 7.94 6.38 1.78 101.33 0.15 5.25 0.00 0.00 91.39 2.13 10.20 2.48 16.42 4.57 7.30 0.01 78.35 0.33 0.01 2.17 2.98 0.58 0.00 0.00 0.00
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